Table (Dataset) 1. Label-free proteomics quantification data and protein drug target identification results based on Regulation and Specificity for Experiment 1. Cell lines HCT116, A375, and H1299 were treated with 5-FU, TDX, MTX, PCTL and DOXO, as well as DMSO (control), or left in unchanged media for senescence/starvation (SEN). Supplementary Table (Dataset) 2. Label-free proteomics quantification data and protein drug target identification results based on Regulation and Specificity for Experiment 2. Cell lines RKO and A375 treated with DOXO, 5-FU, CAMP and PCTL, as well as DMSO (control), or left in unchanged media for senescence/starvation (SEN). Supplementary Table (Dataset) 3. Drug target identification results based on drug target exceptional behavior for Experiment 1. Cell lines HCT116, A375, H1299 treated with 5-FU, TDX, MTX, PCTL and DOXO, as well as DMSO (control), or left in unchanged media for senescence/starvation (SEN).
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Data import and preprocessing
Raw mass-spectrometry data were processed by Quanti workflow. Protein-level quantitative data were put into supplementary 4168 proteins were identified and quantified with at least two unique peptides over all samples. Data on 3 cell lines (Melanoma, Lung, Colon) and 8 conditions (CT0, 5FU, DOXO, MTX, CT72, PCTL, SEN, TDX) was loaded.
To calculate ratio of protein abundances in di erent treatments median of the ratios approach was used. For instance, if A1, A2 and A3 are abundances of protein in condition A, and B1, B2, B3 in condition B, then ratio r A/B would be defined as median(A1/B1, A1/B2, ..., A3/B3).
Regulation and Specificity
Regulation is defined as relative abundance of a protein upon treatment compared to the selected control. Specificity is a relative abundance of a protein upon treatment compared to other treatments (excluding controls). 
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Correlation-based exceptionality assesment
For each I-th protein and each J-th drug treatment, two vectors were calculated: 
